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Name and status of the scientist in charge of the project: 
Cécile Garnaud, 
	HDR:  yes ☐   no 
Address: Allée des Alpes, 38700 La Tronche
Phone: 	e-mail: cgarnaud@chu-grenoble.fr
Program of the Master’s degree in Biology:
 Microbiology, Infectious Diseases and Immunology	☐ Biochemistry & Structure
 Physiology, Epigenetics, Differentiation, Cancer    ☐ Neurosciences and Neurobiology       

Title of the project: 
    Epigenetic and metabolic drivers of antifungal tolerance in Candida albicans
Objectives (up to 3 lines): 
Exploring the mechanisms of antifungal tolerance in the pathogenic yeast Candida albicans 
Abstract (up to 10 lines): 
Vulvovaginal candidiasis (VVC) is one of the most common fungal infections, affecting 50–75% of women at least once during their lifetime. Approximately 10% of women develop recurrent VVC (RVVC), defined as four or more episodes per year, resulting in a major deterioration of quality of life. Current treatment relies primarily on azole antifungal drugs. However, repeated exposure to azoles promotes the emergence of antifungal resistance through the selection of genetic mutations. In addition to resistance, treatment failure may also result from antifungal tolerance, defined as the ability of a fungal population to survive and grow at drug concentrations above the minimal inhibitory concentration (MIC). The molecular mechanisms underlying antifungal tolerance remain largely unknown. Our preliminary data suggest that metabolic rewiring and epigenetic regulation play a central role in this adaptive process. This project therefore aims to elucidate how metabolism, metabolites, and epigenetic mechanisms contribute to azole tolerance in Candida albicans during vulvovaginal candidiasis.
Methods (up to 3 lines): 
Yeast manipulation (C. albicans)
Phenotypic profiling: disk diffusion assays, MIC determination
Transcriptomic analysis
Up to 3 relevant publications of the team: 
Wei K, et al. Humanized Candida and NanoBiT Assays Expedite Discovery of Bdf1 Bromodomain Inhibitors With Antifungal Potential Adv Sci (Weinh). 2025
Garnaud C, et al. The Rim Pathway Mediates Antifungal Tolerance in Candida albicans through Newly Identified Rim101 Transcriptional Targets, Including Hsp90 and Ipt1. Antimicrob Agents Chemother. 2018
Mietton F, et al. Selective BET bromodomain inhibition as an antifungal therapeutic strategy. Nat Commun. 2017
Requested domains of expertise (up to 5 keywords): microbiology, molecular biology, cell biology
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